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Abstract
Mass spectrometry has become one of the most important analytical techniques in

modern biomedical and clinical sciences, and is set to revolutionize the development of

diagnostic and new therapies. In contrast to other techniques in the genomics arena,

mass spectrometry enables endpoint detection of changes in gene and protein products

(proteins and metabolites) in terms of their abundance, structure and dynamics,

interactions with other proteins or small molecules and post translational modifications.

Mass spectrometry offers an unsurpassed, composite readout for functional genomics and

impacts every aspect of drug discovery, vaccine development and clinical diagnostics.

"Multi-Omics" approaches based on mass spectrometry has shown to deliver valuable

insights into disease treatment and early diagnostics for personalized medicine. The

application of mass spectrometry will increase in foreseeable future in biomedical

research, as well as in the environmental, chemical and pharmaceutical industries. My

presentation will give a comprehensive first-hand view on the new applications of mass

spectrometry-based quantitative proteomics in the post genomics era.
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